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Notes 
 

Co-Hosts:  
• U.S. Department of Agriculture, New England Plant, Soil and Water Research Laboratory located 

on the University of Maine Campus in Orono, Maine. 
• Fish and Wildlife Service 

 
20 attendees: producers, industry, academia, federal, and ARS Scientists – see list 
 
Genetics, Breeding and Broodstock: 

• There is broad interest in developing genotyping platforms that permit sharing of data and 
increase capacities for population genetic analyses. 

• Genotyping platforms based on single nucleotide polymorphisms (SNPs) could fill the needs of 
many in the group, while possibly reducing genotyping costs. 

• Genotype data for COO testing must be transferable for quality analyses and confirmation. 
• Need research to identify a marker panel that would work for determining COO, region and river 

of origin. 
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